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Transmission of measles virus (MV) from dendritic to airway epithelial cells is considered
as crucial to viral spread late in infection. Therefore, pathways and effectors governing
this process are promising targets for intervention. To identify these, we established
a 3D respiratory tract model where MV transmission by infected dendritic cells (DCs)
relied on the presence of nectin-4 on H358 lung epithelial cells. Access to recipient
cells is an important prerequisite for transmission, and we therefore analyzed migration
of MV-exposed DC cultures within the model. Surprisingly, enhanced motility toward
the epithelial layer was observed for MV-infected DCs as compared to their uninfected
siblings. This occurred independently of factors released from H358 cells indicating that
MV infection triggered cytoskeletal remodeling associated with DC polarization enforced
velocity. Accordingly, the latter was also observed for MV-infected DCs in collagen
matrices and was particularly sensitive to ROCK inhibition indicating infected DCs
preferentially employed the amoeboid migration mode. This was also implicated by loss
of podosomes and reduced filopodial activity both of which were retained in MV-exposed
uninfected DCs. Evidently, sphingosine kinase (SphK) and sphingosine-1-phosphate
(S1P) as produced in response to virus-infection in DCs contributed to enhanced velocity
because this was abrogated upon inhibition of sphingosine kinase activity. These findings
indicate that MV infection promotes a push-and-squeeze fast amoeboid migration mode
via the SphK/S1P system characterized by loss of filopodia and podosome dissolution.
Consequently, this enables rapid trafficking of virus toward epithelial cells during viral exit.
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INTRODUCTION
The ability of DCs to migrate through tissues is essential for
an effective immune response. Their ability to transit within
and from peripheral to lymphoid compartments is abused by
certain pathogens which target DCs to access sites where they
are amplified and spread systemically (1–3). In contrast, their
importance for late stages of viral replication by transmitting
virus to peripheral sites for subsequent release from these
compartments is less well-documented.
Because it is very contagious [basic reproduction rate
(R0 = 12–18) (4)] and the infection-associated disease
morbidity/mortality rates continue to be high, measles virus
(MV) is a clinically highly relevant pathogen. As suggested by
in vitro and ex vivo studies, its interaction with DCs may be
central to MV pathogenesis (5–7). In the early phase of infection
and systemic spread, MV targets cells of the lympho/monocytic
lineage which express its entry receptor CD150. In addition to
macrophages, DCs rather than respiratory tract epithelial cells
are prime early targets which serve as transport vehicles into
the secondary lymphatic tissues to initiate viral transmission
to lymphoid cells (8–10). In contrast to the early phase, MV
infection of respiratory tract epithelial cells is apparent at late
infection stages: then nectin-4, expressed on their basolateral
surface as receptor becomes accessible to the virus (11, 12), and
this is essential for efficient viral exit from this compartment
and horizontal transmission (13, 14). Detection of infected
DCs and infectious foci both in humans and experimentally
infected macaques in close proximity to the respiratory tract
epithelium suggested their function as vehicles transmitting MV
to epithelial cells (13, 15–18). When applied to the basolateral
surface of lung epithelial cells, infected B lymphoblastoid or
myeloid cells (also including monocyte-derived DCs, Mo-
DCs) efficiently transmitted MV in vitro, which relied on
nectin-4 on the target cells (11, 14, 19, 20). Formation of
organized virological synapses between MV-infected DCs
and T cells as important for transmission has been described,
while transmission interfaces between MV-infected DCs and
epithelial cells are less well-characterized (3, 21). Though
these studies suggested that infected DCs could serve as
important viral donors both early and late in infection, their
experimental setup did not allow to address the impact of
MV-infection on DC migration which is of crucial importance
and prerequisite for successful interaction with target cells
and transmission.
Studies on viability, function and chemotactic responses of
MV-infected DCs (MV-DC) in vitro have so far relied on 2D
cultures also involving co-cultured acceptor cells, yet fail to
integrate micro-environmental conditions these cells are exposed
to in a complex tissue (6, 22–24). There, communication with
tissue resident cells and transduction of contractile cytoskeletal
to mechanical forces during locomotion may substantially
impact transmission efficiency. Detailed information of factors
promoting tissue motility of infected DCs and MV cell-cell
transmission in the respiratory tract late in infection would be
of obvious importance in development of interventive regimen
for viral exit and transmission.
This cannot be addressed using intravital microscopy in mice
as successfully employed in other infection models [recently
reviewed in (25)] because mice are not permissive for peripheral
MV infection. Therefore, surrogate complex human culture
methods recapitulating distinct tissue features are needed that
allow for 3D visualization and robust quantitative analysis and
thereby, pivotal information on spatial and temporal features of
host cell-pathogen interactions.
Based on our previously published data we generated
human 3D airway mucosa tissue models consisting of a small
intestinal submucosa (SIS) scaffold with embedded primary
human fibroblasts and H358 lung epithelial cells (26). Whereas,
airway tissue models generated on transwell inserts allow to
study cell migration through synthetic porous membranes (27),
our tissue models mimic the respiratory mucosa and, thus,
facilitate investigations on cell migration through fibroblast-
loaded in vivo-like connective tissue. To evaluate the impact
of MV-infection on DC motility and consequences for viral
transmission to lung epithelial cells, we advanced our tissue
model by including human primary DCs. As reported for
transwell-based systems, Mo-DCs added basolateral migrated
toward the epithelial layer (27, 28).
In our model system, added infected DC cultures were
effective at mediating MV epithelial cell infection in a nectin-
4-dependent manner, indicating that motility, formation of
transmission structures and receptor usage were retained.
Surprisingly, motility both with regard to velocity and
accumulated distance was enforced for MV-infected DCs
as compared to their uninfected siblings indicating that MV
infection promoted cytoskeletal activity in DCs. This was
directly reflected by morphological polarization, and occurred
independently of factors released from epithelial or fibroblast
cells. Using specific inhibitors, we established that the infection-
regulated sphingosine kinase (SphK)/S1P system contributed
to enhancement of infected DC migration in 3D which was
amoeboid rather thanmesenchymal-like as revealed by reduction
of filopodial activity and detectable podosome structures.
MATERIALS AND METHODS
Ethics Statement
Primary human immune cells were obtained from blood
of healthy donors at Department of Transfusion Medicine,
University of Wuerzburg. Human primary fibroblasts were
isolated from skin biopsies. Written informed consent was
obtained from the participants of this study. All experiments
involving human material were conducted according to the
principles of the Declaration of Helsinki and ethically approved
by the ethical committee of the Medical Faculty of the University
of Wuerzburg.
Cells and Generation of Monocyte-Derived
Dendritic Cells
Human epithelial lung adenocarcinoma H358 cells (ATCC R©
CRL-5807TM, Manassas, USA) were cultured in RPMI 1640
supplemented with 10% FCS. H358 nectin-4 knockout cells
were generated using CRISPR-Cas9 based genetic manipulation
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using a lentiviral system. Retroviral particles transferring
Cas9 (retroviral transduction vector, pRSGCCH-U6-sg-HTS6C-
CMV-Cas9-2A-Hygro, Cellecta, California, USA) and thereafter
nectin-4 sgRNA (lentiviral sgRNA, GSGH11838-246559205,
Dharmacon, Cambridge, UK) to H358 cells were generated by
transfection of HEK-293, as described before (29, 30). Human
primary fibroblasts were isolated from skin biopsies and cultured
in DMEM-10% FCS. DCs were generated from monocytes
isolated from peripheral blood from healthy donors by culture
with GM-CSF (500 U/ml, Berlex, Germany)/IL-4 (250 U/ml,
Miltenyl Biotec, Germany) in RPMI 1640 containing 10% FCS
for 5 to 6 days. Genetically tagged [MV IC323-GFP (31)] or
untagged (for lipidomics) MV wildtype viruses were grown
on Vero-hSLAM or lymphoblastoid BJAB cells, respectively,
in RPMI 1640–10% FCS and used for a 24 h infection of
DCs at a multiplicity of infection (MOI) of 2 with fusion
inhibitory peptide (Z-D-Phe-L-Phe-Gly-OH; Bachem; 200µM
in DMSO) added immediately after infection to prevent spread
and syncytium formation. Infection levels were determined by
detection of GFP (tagged virus) orMVNprotein (untagged virus;
using an N protein specific monoclonal mouse antibody followed
by a FITC conjugated secondary antibody) by flow cytometry
after 24 h and ranged between 10 and 60%.
Establishment and Characterization of
Human Airway Infection 3D Models
3D human airway mucosa tissue models were generated based
on a previously published procedure (26). Briefly, decellularized
porcine SIS was used as a biological scaffold which was seeded
with primary human fibroblasts from the apical side (50,000
cells/cm2) and after 24 h with H358 epithelial cells pre-labeled
with cell proliferation dye eFluor 670 (eBioscience, San Diego,
CA) (200,000 cells/cm2). Epithelial barrier integrity was daily
analyzed by measuring the transepithelial electrical resistance
(TEER) (Millicell R©-ERS) for the 10 days of culture (indicating
900 ± 250 ∗cm2). Resistance values were stratified for a model
containing only the SIS. Infection models were established by
addition of MV-infected DC-cultures (MV-DC) (250,000 cells
consisting of both GFP+ and GFP- cells; pre-labeled with life-
DAPI (NucBlue, Life technologies, Carlsbad, CA) for 15min
at 37◦C) to the basolateral side of the flipped models for
1 h which were subsequently reverted back to their original
orientation. When indicated, 3D tissue models were fixed in
4% paraformaldehyde, embedded in paraffin, sectioned at 3µm
thickness, deparaffinated in xylene and rehydrated. Sections
were subjected to hematoxylin/eosin or immunofluorescent
staining performed by first antigen retrieval in a steamer
at pH 6 followed by incubation with primary antibodies
(α-vimentin (ab8069, Abcam, Cambridge, UK), α-E-cadherin
(EP700Y, Abcam, Cambridge, UK), APC-conjugated E-cadherin
(EP700Y, Abcam, CamBiolegend, San Diego, CA) for 1 h at
room temperature or overnight at 4◦ C. Alexa Fluor 555 goat-
α-mouse, Alexa Fluor 647 goat α-rabbit and Alexa Fluor 647
goat α-mouse (all Life technologies, Carlsbad, CA) were used as
secondary antibodies. F-actin was labeled using phalloidin ATTO
643 (ATTO-TEC GmbH, Dortmund, Germany).
Imaging the DC Transmigration in 3D
Tissue Models
For imaging DC transmigration, tissue models were transferred
1 h after addition of MV-DCs onto confocal microscopy 35mm
diameter, high Glass Bottom µ-Dish (ibidi, Munich, Germany)
and z-stacks through the entire construct were acquired. Live
imaging was performed by an inverted microscope (CLSM
780; Zeiss, Germany) equipped with an incubation system.
A time lapse z-stack was recorded using 20x apochromat
for transmigration live imaging for 2 h. Image analysis for
quantification and 3D cell tracking was performed using Imaris
software (Bitplane).
MV Transmission to Epithelial Cells
For analyzing the MV transmission to H358 epithelial cells, MV-
infected tissue models were cultured for 3–4 days following back-
flipping. Then, GFP+ cells were imaged at the apical model
surface using an inverted fluorescence microscope (Leica DMi8,
Germany). GFP+ areas in epithelial cells (eFluor 647 positive)
were detected by intensity based segmentation. Infection levels
were estimated according to intensity and the corresponding
covered areas (data not shown).
For quantification, H358 cells were recovered from themodels
by trypsin /EDTA (0.5M, 3 times, 5min each at 37◦C) and
the frequencies of GFP+ epithelial cells were detected by flow
cytometry. As H358 cells were not completely recovered from the
models by this procedure, the GFP mean fluorescence intensity
(MFI) levels determined by flow cytometry were compared with
those obtained by intensity based image analysis (mentioned
above) performed prior to flow cytometry on the same models
in order to support the flow cytometry results.
Morphological Analyses
MV-DC cultures were seeded for 2 h at 37◦C onto fibronectin
(FN)-coated ibidi channel slides (2 x 105 cells/channel) (µ-Slide
VI0.4 ibidi; 20µg/mL fibronectin in PBS at 37◦C, 2 h, Prospec,
Ness Ziona, Israel), fixed in paraformaldehyde (4% in PBS),
permeabilized (0.1% Triton X-100) and used for detection of F-
actin by phalloidin ATTO 643 or podosomes (after a blocking
step in BSA 5% in PBS) by an α-vinculin antibody (clone hVIN-
1, Sigma-Aldrich, St. Louis, MI). Imaging was performed using
an inverted confocal laser scanning microscope LSM 780 (Zeiss,
Germany), equipped with a 63x or a 40x plan apochromat (NA
1.4, both oil immersion). Excitation wavelengths were 405, 488,
561, and 633 nm. Images were acquired and pre-processed using
DAQ software ZEN2012 black.
Circularity analysis was carried out using ImageJ. As
phalloidin based actin detection was not complete along the
entire cell border, manual rather than automated segmentation
was used to determine cell polarity. Cells close to the image
borders, displaying more than one nucleus or lacing distinct
cell borders in at least one fluorescence channel were discarded.
Selected cell borders weremeasured and the circularity parameter
was automatically calculated according to
Circularity = 4 · π ·
(
area
perimeter2
)
(1)
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Circularity calculation yields values between 0 and 1, with
1 representing circular and values toward 0 representing a
deformed elliptical shape.
3D Migration Assay
For cell tracking experiments, 1 × 106 MV-DC cultures were
resuspended in RPMI/10% FCS and loaded into un-polymerized
gels consisting of fibrillar collagen matrices (2 mg/ml collagen
I Rat Tail High Protein (Sigma Aldrich) adjusted to neutral pH
with 7% bicarbonate andMEM intoµ-Slide VI0.4 (ibidi,Munich,
Germany). Tracks were recorded following collagen matrix
polymerization at 37◦C for 1 h. When indicated, DCs were pre-
treated with Y27632 (30µM,Cayman, Germany), SKI-II (10µM,
Sigma, Germany), or VPC (10µM, Cayman, Germany) 2 h prior
to life imaging. None of the inhibitors were toxic at the indicated
concentrations. Cells were manually tracked using the Fiji plug
in “Manual Tracking” followed by quantification of velocity and
migration distances using the “Chemotaxis Tool” software.
3D Image Analysis
3D image analysis was performed using Imaris software
(Bitplane). In order to quantify the number of DAPI+ cells
(GFP+ or GFP-) in the measured volume we used the Imaris
spot detection tool. Intensity point clouds were transformed into
countable objects. The estimated diameter was set between 10–
15µm for the spot detection algorithm, detected spots were
filtered with a quality parameter (Imaris). The values were chosen
to achieve best overlap of detected spots with true fluorescence
signal. Data was pre-processed with a median filter (3x3x1 px
kernel) for better performance of the spot detection algorithm.
For estimation of migration efficiency a ratio of cell counts in
a top layer of DCs to the total DC count in the model was
calculated. In order to keep the consistency of the analysis for
different models, first we defined the distance between the z
position of the lowest and highest GFP+ DC in the 3D model.
Then the intermediated z position was calculated and the top
layer was defined above the intermediate point. Dimensions of
the representative model are 850, 850, 252µm (X, Y, Z).
For tracking the cell movement expected to be random, an
autoregressive motion algorithm was applied. Requirements for
track registration were set with track length above 10µm and
track duration longer than 2.4 s to filter out of nonrecurring
events. For the maximum distance between detected spot and
predicted position in subsequent time points we set 13.9µm and
26.5µm for GFP+ or GFP-/DAPI+ cells. Dimensions of the
representative model are 425, 425, 45µm (X, Y, Z) with 3.5min
time intervals.
Lipid Analysis
For lipid analysis 1 x 106 DCs/sample (immature DCs exposed
to MV (MOI 2) or equivalent amounts of a mock cell
extract prepared from uninfected cells (MOCK) for 24 h) were
dissolved in 1mL methanol. S1P was extracted using C17-S1P
(Avanti Polar Lipids, Alabaster, USA) as internal standard and
quantified as described (32). Sample analysis was carried out by
liquid chromatography tandem-mass spectrometry (LC-MS/MS)
using a 6490 triple quadrupole mass spectrometer (Agilent
Technologies, Waldbronn, Germany) operating in the positive
electrospray ionization mode (ESI+).
Statistical Analysis
Statistics were analyzed and graphs were prepared using
GraphPad Prism 6. For comparing two groups, a two-
tailed student’s t-test was performed when having a normal
distribution or theMann-Whitney test when there was no normal
distribution. For the statistical analysis the P-values are shown
as ∗P < 0.05, ∗∗P < 0.01, ∗∗∗P < 0.001, ∗∗∗∗P < 0.0001 on
graphs. Data shown was acquired in at least three independent
experiments each consisting of at least one donor.
RESULTS
MV Is Efficiently Transmitted to H358
Epithelial Cells by Infected DCs in a
3D Environment
To study parameters important in MV transmission to
respiratory epithelial cells as occurring late in infection,
we advanced our previously published 3D respiratory tract
model. We seeded the decellularized porcine SIS with primary
fibroblasts and H358 lung epithelial cells (Figure 1A) (26).
Hematoxylin/eosin staining showed a dense cell multilayer on
the apical surface of the tissue model and few cells that have
migrated into the SIS scaffold. Immunofluorescent staining
verified that E-cadherin-positive H358 built the epithelial layer
whereas vimentin-positive fibroblasts migrated in the connective
tissue (Figure 1B). Human peripheral blood monocytes were
differentiated into immature DCs by culture in IL-4/GM-
CSF (thereby precluding differentiation into macrophages).
These are phenotypical and functional equivalents of the
inflamed DC subset (Inf-DC) defined in mice in peripheral
tissues also including the lung and distinct from cDC1
or cDC2 subsets differentiation of which occurs from the
hematopoetic stem cell compartment and is Flt3-dependent
(33–35). Immature mo-DCs were infected with MV-IC323-
GFP for 24 h. Corroborating earlier studies by us and other
laboratories, exposure to MV caused phenotypic maturation of
the entire culture (22–24, 36–38) though DC infection levels
varied donor-dependently (ranging from 10-60% as identified
by GFP expression)(Figures S1A,B). MV-exposed DC cultures
[containing a mixture of infected (GFP+) and uninfected (GFP-)
cells] were added to the basolateral side of the tissue models
(which were horizontally flipped for this purpose for 60min
and then re-flipped) (Figure 1A). Confirming observations made
in similar model systems (27, 39), reconstituted DCs migrated
through the tissue model as detected by the presence of DC-
SIGN+ cells in close proximity to and within the E-cadherin-
positive epithelial layer after 24 h (Figure 1C). This also applied
to MV-infected DCs, because MV was transmitted to epithelial
cells as evidenced by direct imaging and recovery of GFP+
H358 cells after 4 days (Figure 1D). Further validating the
model system, CRISPR-Cas9 mediated ablation of nectin-4, the
MV entry receptor on epithelial cells, abrogated acquisition
of GFP fluorescence by H358 cells (Figure 1D). Altogether,
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these findings reveal that our DC reconstituted model system
recapitulates MV transmission to airway epithelial cells by these
donors and therefore, is suited to dissect important parameters in
this process such as dynamic recruitment of donor DCs.
MV-Infection Promotes Enforced DC
Migration in 3D
To efficiently transmit MV in a 3D environment, DCs need to
maintain integrity and motility [both of which are subject to MV
infected regulation in 2D cultures (22, 23, 38, 40)]. We therefore
comparatively analyzed migration of DAPI life stain labeled
GFP+ and GFP- DCs in the 3Dmodel containing eFluor 670 pre-
labeled H358 cells within 2 h after reconstitution. Imaris-based
analysis of object segmented z-stacks allowed for transformation
of intensity point clouds into countable objects. As mentioned
in methods section, DC migration efficiencies within this time
frame could be evaluated by quantification of DAPI-labeled
DCs having covered a distance of more than 92µm toward the
H358 layer. Surprisingly, the frequency of migrated GFP+ cells
clearly exceeded that of GFP- cells indicating enforced velocity
of infected DCs (Figure 2A; Figure S2). 3D time lapse recording
of both cell populations in the 3D respiratory model revealed
more than twofold higher track lengths and speed of GFP+ DCs
as compared to their GFP- counterparts within 2 h (Figure 2B;
Figure S3) indicating that DC infection (rather than maturation
which was common to both GFP+ and GFP- populations)
enhanced DC migration in 3D.
MV Induces Cytoskeletal Activation in DCs
Consistent With a Migratory Phenotype
Acquisition of a polarized morphology associated with actin
front-rear translocation is prerequisite to enhanced migration
(41). We therefore defined overall cell polarity in MV exposed
cultures which for DCs is usually defined by loss of circularity and
accumulation of actin and myosin II at the uropod (42, 43). The
latter relies on expression of recombinant fluorophore-tagged
myosin II which cannot be performed in infected DCs, and
uropod markers established for T cells (such as CD43 or pERM)
are not established in DCs and fail to do so in our hands (not
shown). When they were seeded onto fibronectin (FN), GFP+
cells were significantly less circular than GFP- DCs (Figure 3A,
top graph). Indicating a higher degree of polarization of MV-
infected DCs, more than 60% of GFP+ DCs revealed circularity
levels below 0.5 while this applied to only about 23% of GFP- cells
(Figure 3A, bottom graph). Similarly, GFP+ rather than GFP-
cells acquired a migratory polarized phenotype also in collagen
matrices (Figure 3B; Video S1) suggesting that MV infection
indeed enforced cytoskeletal activation in DCs as required for
fast migration. Further lending support to this hypothesis, clear
segregation of actin-enriched uropods (44) was preferentially
observed in FN-seededGFP+ rather thanGFP- cells (Figure 3C),
while an overall less polarized phenotype in conjunction with
pronounced filopodial structures at the leading edge was seen for
GFP- DCs in collagen matrices (Figure 3D).
Enhanced Migration of MV-DCs in 3D Is
Independent of Signals From Epithelial
Cells and Amoeboid
Enforced migration coupled to pronounced polarization of the
actin cytoskeleton in infected, GFP+ DCs suggested that these
might employ an amoeboid rather than mesenchymal migration
mode for fast passage through the 3D environment as described
for fast leukocyte migration in complex environments earlier (42,
45). To study virus-induced enforced migration at a mechanistic
level, we included collagen matrices for further experiments.
These recapitulated features of enhanced GFP+ DC migration
seen in the 3D model tissues by confirming their enforced
velocity and accumulated distance, while their directionality was
inferior to that of GFP-DCs (measured as euclidean distance)
(Figures 4A,B). This is retained in the collagen matrix where
migration is random and signals potentially provided by H358
cells or fibroblasts in the respiratory models are absent. Further
indicating that paracrine signals by H358 cells do not contribute,
differential velocity of GFP+ and GFP- DCs was recorded in
the absence of H358 cells and fibroblasts (or conditioned media)
in collagen coated channel slides and 3D respiratory models
(not shown).
In contrast, pre-exposure to the ROCK inhibitor Y27632,
known to interfere with amoeboid migration, particularly
reduced the velocity of GFP+ DCs, and also targeted that of
GFP- DCs to some extent indicating that both populations use
this migration mode (Figure 4C). Accumulated distance was also
affected to a minor extent for both populations upon ROCK
inhibition (Figure S4).
In addition to their higher degree of circularity, frequency
and activity of filopodia was found elevated in GFP- DCs
(Figures 3A,D, 4D). In contrast, filopodial activity was low in
GFP+ DCs (Figure 4D; Video S2) which were also devoid of
detectable f-actin+/vinculin+ podosome structures consistent
with a more mesenchymal-like type of migration which, in
turn, were amply present in GFP- DCs (Figure 5). Altogether
this indicates that MV-infection supports a push-and-squeeze
fast amoeboid migration mode in DCs while uninfected DCs—
though also matured—additionally use the mesenchymal-like
mode for random migration in 3D.
Enforced Migration of Infected DCs Is
Supported by the Activity of the
SphK/S1P System
In common to that of other viruses, MV replication in certain
cell lines was found to be enhanced by sphingosine kinases (46),
which catalyze production of the bioactive sphingolipid S1P, a
potent regulator of cell motility (47, 48). To evaluate whether the
SphK/S1P system contributed to enhanced migration of infected
DCs, intracellular S1P levels were determined in MV-exposed
cultures by LC-MS/MS. When normalized to those measured in
MOCK exposed immature DCs, S1P levels produced from high
infected cultures (infection levels of more than 50%) significantly
exceeded those from low-infection cultures after 24 h (Figure 6A;
Figure S6) indicating that S1P may be specifically produced
by infected DCs. This could not be directly verified by
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FIGURE 1 | The 3D model system recapitulates MV transmission in the respiratory tract. (A) Schematic representation of (1) 3D model general structure, (2) flipping
the model up-side-down to add the MV-DCs to the basolateral side, (3) reverting the model back to the original orientation after 1h. From this stage the model was
incubated further for the fixation in time points of interest, or directly to (4) for life imaging experiments. (B) Hematoxylin/eosin (left) and immunofluorescent (IF) staining
(right) for E-cadherin (apical epithelial cell layer, red), vimentin (collagen-embedded primary fibroblasts, yellow) and nuclei (DAPI, blue) of the 3D model tissue.
(C) DC-SIGN+ cells (green) in close proximity to and within the epithelial layer (red) 24 h after basolateral addition of MV-exposed DCs. A, B: Scale bars, 100µm.
Overlays each in upper left panels. (D) MV transmission from MV-infected DCs to wild-type (middle graphs) and nectin-4 knockout H358 cells (right graph) was
determined 4 days post addition of MV-DCs by flow cytometry. Uninfected wild type H358 cells were used as a negative control (left graph). H358 cells were labeled
with eFluor 670 dye prior to addition to the model. The bar graph shows the mean ± SEM of MV infected epithelial cells (GFP+) percentage in three independent
experiments each consisting three replicates.
performing mass spectrometric S1P quantification after sorting
which artificially modulates sphingolipid composition nor did a
commercially available S1P specific antibody allow for reliable
assignment of this low abundant bioactive metabolite at a single
cell level or by flow cytometry (not shown). If S1P production
was to contribute to enhanced velocity of GFP+ DCs, this
should be sensitive to SphK inhibition. A first set of experiments
indeed established that the presence of SKI-II (a SphK inhibitor
used at a concentration established to be non-toxic for DCs
or H358 cells, not shown) reduced transmission of MV to
H358 cells in 3D respiratory models (Figure 6B, left panel).
Suggesting that the inhibitor acted on DC migration rather
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FIGURE 2 | MV-infected DCs reveal enhanced velocity in a 3D environment. (A) Z-stacks were imaged from a representative tissue model consisting of eFluor 670
pre-labeled H358 cells (red), fibroblasts (not visible in this plane) and MV-infected DC cultures (pre-labeled with life-DAPI, infected DCs expressing GFP) 2 h following
basolateral DC reconstitution. 3D view of raw fluorescence data (upper panel), and after conversion into countable objects via spot finder tool in Imaris (middle panel)
and the estimated top layer (bottom panel) as in material and methods section described. To avoid double counting, numbers of GFP+ cells were corrected for the
corresponding nuclei count (GFP-). The ratios of the objects in the top layer to the total object count in each group (GFP+/-) was calculated accordingly (table). Scale
bar, 200µm. Data representative of 8 independent experiments. (B) Distribution of track length (top panel) and related velocity (bottom panel) for trajectories of GFP
+/- DCs extracted from 3D timelapse experiments in 3D models. Representative of three independent experiments.
than on transmission, the latter was unaffected by SKI-II in
DC/H358 co-culture experiments (Figure 6B, right panel), at the
same time indicating that in contrast to other cell types, SKI-
II may not markedly affect MV replication within 24 h in DCs.
Corroborating the importance of SphK activity (and thereby S1P
production) in promoting migration of GFP+ DCs, SKI-II pre-
treatment substantially reduced velocity of these cells in collagen
matrices (Figure 6C), while migration parameters in GFP- DCs
were not affected by this inhibitor (Figure S5).
To finally evaluate whether enhancement of DCmigration via
S1P involves receptor signaling following export, MV-infected
cultures were exposed to VPC, an inhibitor blocking signaling via
S1P receptor subtypes 1 and 3 (S1PR1 and S1PR3). VPC exposure
selectively reduced velocity of GFP+ DCs and did not detectably
affect that of GFP- cells in collagen (Figure 6D). Though not
excluding an additional role of intracellular S1P, these findings
suggest that S1P receptor signaling acts to promote enforced
velocity of infected DCs in an autocrine manner to support their
fast amoeboid trafficking through the respiratory epithelial tissue.
DISCUSSION
3D tissue models integrate host-pathogen interactions and
dynamics and are amenable to pharmacologic and genetic
intervention which makes them suitable systems to study
infection in complex environments and identify targets for
intervention. Advancing of an established 3D respiratory tract
model allowed us to show that MV infection promotes
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FIGURE 3 | GFP+ DCs polarize more efficiently than GFP- DCs. (A) Morphological analysis of GFP+ and GFP- DCs seeded onto FN coated channel slides for 2 h.
The manual segmentation strategy for polarity analysis is indicated (left panels; f-actin (phalloidin, magenta), MV-GFP (green), nucleus (blue), scale bar: 20µm) and
circularity values of at least 60 cells in each group (top graph) and percentage of polarized cells, showing circularity index < 0.5 in each group (bottom graph) are
shown. Circularity analysis was carried out using ImageJ. Results are shown as mean values ± SEM of four independent experiments. (B) Representative images
showing the morphology of two different GFP- DCs (i, ii) as differential interference contrast (DIC) and a GFP+ DC (iii) as DIC (left) and fluorescent image (right)
embedded in 3D collagen (2 mg/mL) matrix. Scale bar, 10µm. (C) Representative image (left) of uropod detection in DCs, f-actin (phalloidin, magenta), MV-GFP
(green), and nuclei (blue). Arrow marks f-actin accumulation at the uropod (left). Heat map of f-actin intensity from the same image (right). The thermal LUT
look-up-table (ImageJ) has been adapted using the Color/Edit LUT tool. The lowest intensity representing color row has been changed to black in order to obtain a
better overall contrast. Scale bar, 10µm. The graph shows the mean percentage ± SEM of DCs with a well-defined uropod in each group. Data extracted from four
independent experiments. (D) Representation of DC filopodial structures in 3D collagen (2 mg/ml) (left). Insets show magnification of GFP- DCs with several filopodia (i)
and GFP+ DC with a well-defined leading edge less filopodia (ii), scale bar, 20µm. Right panel: F-actin staining of GFP- DCs (phalloidin, red) and nuclei (DAPI, blue)
2 h after seeding on FN coated channel slides. Arrows mark filopodial structures. Scale bar, 10µm. **P < 0.01, ***P < 0.001, ****P < 0.0001.
cytoskeletal activation of DCs resulting in polarization and
enhanced velocity thereby favoring transmission to epithelial
targets. This did not require paracrine signals provided through
fibroblast or epithelial cells, and was rather related to S1P
production by infected cells. In supporting DC migration
toward and nectin-4 dependent MV transmission to H358 cells
(Figures 1B,C), the model recapitulated important parameters of
late steps of MV spread. Importantly, transmission efficiencies
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FIGURE 4 | GFP+ cells acquire a fast amoeboid migration mode. (A) Representative single cell trajectories graph recorded for 90min of GFP- (left) and GFP+ (right)
DCs embedded in 3D collagen (2 mg/mL) matrices of one data set. (B) Quantification of single cell tracks analysis for velocity (left), Euclidean distance (right) and
accumulated distance (bottom), (n = 7 donors in 6 independent experiments). (C) Velocity of single cell tracks of GFP+ and GFP- DCs pre-exposed to Y27632
treated (30µM) or not (Control) in collagen matrix (2 mg/mL). Graph shows mean ± SEM of three independent experiments each consisting of one donor in three
replicates. (D) Time-lapse sequence (in minutes) of two different GFP- (top) DCs and a GFP+ (bottom) DC random migration in 3D collagen (2 mg/mL). Scale bars:
10µm. **P < 0.01, ***P < 0.001, ****P < 0.0001.
can be quantified in this tissue model using flow cytometry on
recovered H358 cells (Figure 1C). As recovery is not complete
and virus-induced fusion does also occur (and fusion cells be
lost during recovery or flow cytometry), the frequency of infected
epithelial cells is most likely underestimated in our system.
In both the tissue model and collagen 3D systems, MV
infection efficiently promoted actin polarization and enhanced
velocity in DCs (Figures 2–4). Though less efficiently than
TLR4 signaling, MV infection caused phenotypic maturation
of immature DCs independently of infection levels (Figure S1),
and this may be brought about by production of soluble
mediators or ligation of TLR2 (22–24, 36–38). Also in agreement
with features resembling LPS-matured DCs, MV-exposed bulk
cultures differed from uninfected of Mock-exposed DCs with
regard to morphological changes, enhanced motility on FN
coated supports and Rac activation (40). In this particular
study, responses of the bulk culture were analyzed without
considering the impact of direct infection. We now showed
that MV-induced cytoskeletal activation in infected DCs was of
particular importance for efficient transmission to epithelial cells
which may rely on fast migration of donor DCs whose viability
is known to be limited upon in vitro MV infection (23, 38,
49, 50). Most likely, GFP- DCs also migrate toward epithelial
cells, albeit less fast. Slow migration of DCs reconstituted into
a respiratory tissue model in the absence of apically added
pathogen toward the epithelial layer was reported earlier (27),
and we also detected DC-SIGN+ cells there 24 h following
addition of uninfected DCs (Figure 1A). Inasmuch virally
regulated DC stiffness and deformability contributes to fast
migration needs to be determined. MV-infected DCs efficiently
squeezed through our 3D models indicating deformability of
both the cell body (Figure 2). In contrast, MV transmission
by infected macrophages and DCs to epithelial cells seeded
onto polyester membranes required a pore size of 3µm, while
uninfected Mo-DCs efficiently passed through a collagen coated
0.4µm polyester membrane to reach epithelial surfaces (20, 27).
As for most if not all viruses, the actin cytoskeleton was
found to be crucial for MV viral entry, replication and particle
production mainly in non-hematopoietic cells (19, 51–54).
Except for ligation of nectin-4 by MV H protein during
entry, MV proteins directly promoting actin cytoskeletal re-
organization are unknown. Our findings strongly support that
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FIGURE 5 | Podosome structures are prevalent in GFP- DCs. Vinculin (cyan), f-actin (magenta), MV (GFP) and nuclei (yellow) were co-detected in MV exposed DCs
seeded on FN for 2 h. Overviews are shown in (A) and (B) (scale bars, 20µm), insets in (A) show magnifications of podosomal structures prominently seen in GFP-
cells. In (B) boxed regions highlight the podosomal structures which are not present in GFP+ DCs (scale bars, 5µm). Images are representative for 4 independent
experiments. (C) The percentage of DCs with podosome rosettes was measured in each group. Graph shows the mean ± SEM of four independent experiments
each consisting of one donor. At least 60 cells were analyzed per group. **P < 0.01.
infection triggered activity of the SphK/S1P system efficiently
contributes to this process in DCs (Figure 6). Expression of
S1P receptor subtypes 1-4 (S1PR1−4) has been confirmed in
immature and LPS-matured human Mo-DCs (55, 56) and the
sensitivity of enforced DC velocity to S1PR1 inhibition reveals
that this receptor is also expressed and functional on MV-
infected DCs (Figure 6D). Not yet shown to occur in these
cells, S1PR1 signaling can promote F-actin assembly (and notably
also vinculin reduction, possibly reflecting podosome dissolution
in infected DCs) (57), and both SphK and S1PR1 activity can
suppress IREα expression and thereby ER-stress mediated pro-
apoptotic pathways (58). Induction of NOXA after MV infection
and ER stress upon overexpression of the MV glycoproteins
in non-hematopoietic cells suggest that MV infection activates
this pathway (59–61) and therefore, by triggering SphK/S1PR1
system in DCs, MV might both limit ER stress and support
DC migration (46). Whether an additional effect of this system
on MV replication as described for other cell types also
applies to DCs cannot be ruled out (46). If at all, the SKI-
II inhibitor marginally affected GFP accumulation in infected
DCs (not shown) and MV transmission to co-cultured H358
cells (Figure 6B), yet substantially prevented DC velocity our
3D systems, indicating that the SphK/S1P system may be more
important for migration in these post-mitotic cells (Figure 6C).
MV mediated regulation of the SphK/S1P system and/or viral
and cellular targets in infected cells warrants characterization.
Ligation of DC-SIGN by MV (but also specific antibodies or
mannan) transient activation of acid sphingomyelinase and
thereby, ceramide release which was, however, transient and is
not likely to account for S1P accumulation after 24 h (62). MV
replication was found sensitive to SphK ablation in cell lines
(46) indicating that the enzyme plays a role in this process
(interestingly, much less or not in DCs) yet it is not clear from
this study whether the virus indeed activates SphK or causes S1P
accumulation (which could as well be due to viral interference
with expression or function of sphingosine-1-phosphatase or
sphingosine-1-phosphate lyase both acting to contract the S1P
pool (63). For obvious reasons, viral MV regulation of either of
these enzymes will have to rely on established cell systems which,
unlike Mo-DCs, allow for standardized high level infection and
are easily accessible to genetic modification.
In our model, virus promoted enforced DC velocity
independently of paracrine signals provided through fibroblasts
and epithelial cells, as it was fully retained in the absence
of other cellular components in collagen matrices. As typical
for an amoeboid mode of migration, f-actin accumulated
at the cell rear and velocity was particularly sensitive to
ROCK inhibition (Figures 3, 4) (41, 64). In line with their
ability to also use a mesenchymal migration mode, GFP-
DCs retained podosome structures and high filopodial activity
(Figures 3D, 4D) which is consistent with high chemotactic
activity, and progressive slowing down of locomotion with
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FIGURE 6 | S1P production substantially contributes to enhanced DC velocity. (A) Levels of intracellular S1P were determined in MV-infected DC cultures after 24 h
(when also infection levels were determined by detection of the viral N protein) and normalized to those obtained for each individual culture exposed to a MOCK
preparation (set to 1). Results shown represent each pairwise analyses for cultures revealing infection levels lower (20–49%, n = 4) and higher (56–78%, n = 5) than
50% with mean values differing significantly (p = 0.0159, two tailed Mann-Whitney test) between these two groups. (B) MV transmission to H358 cells (shown as %
GFP+ H358 cells) from MV-DC cultures treated with SKI-II (10µM) or not (Ctrl) in 3D tissue models (left) and in 2D co-cultures (right) 4 days after addition of MV-DCs
by flow cytometry. Data represents the mean ± SEM of at least three independent experiments, normalized to the untreated control group. (C) Quantification of
velocity (left), accumulated (middle) and euclidean distances (right) measured in single cell trajectories of GFP+ DCs treated with SKI-II treated (10µM) or not (CTRL) in
3D collagen (2 mg/mL) for 90min. (D) Quantifications of single cell trajectories of GFP+ (left panel) and GFP- (right panels) DCs treated with VPC (10µM) or not
(CTRL) in 3D collagen (2 mg/mL) for 90min. Results in (C,D) are shown as mean ± SEM of three independent experiments each consisting of one donor in three
replicates. (B–D) *P < 0.05, **P < 0.01, ***P < 0.001, ****P < 0.0001.
increasing geometrical complexity of the environment (65).
High filopodial activity was found to also reflect activity
metalloproteases at the tip of these structures which thereby
promote directional migration through extracellular matrices
(66). This may explain higher directionality in migration by
GFP- DCs in the collagen environment (Figures 4A,B), while
GFP+ DCs (revealing reduced filopodia activity) are possibly
less efficient at digesting the collagen, and therefore rather
employ less directional squeezing for migration through the
matrix while keeping their higher speed. Interestingly, DCs not
expressing GFP at the time of analysis were able to use both the
mesenchymal-like and amoeboid migration mode (Figure 4). It
remains unclear inasmuch infection beyond GFP detection levels
or differential maturation signals [soluble mediators or TLR2
signaling only rather than infection (36, 37, 67)] contribute to
retention or specific acquisition of mesenchymal-like migration.
As employed by us in this study, the 3D respiratory model
lacks signals opposing DC peripheral recruitment such as CCL-
19 and CCL-20 that would “pull” and thereby counterforce DC
outwardmotility. BecauseMV-infected cultures fail to upregulate
CCR7 and rather retain CCR5 within the time interval of
infection studied, the presence of CCR7 ligands is not likely
to impact in our system (22), can, however be provided by
enhancing the complexity of the model.
This also applies to factors possibly further supporting DC
motility. In contrast to similar 3D models where pathogens
were added to the apical side of the respiratory epithelial layer
(27, 28, 68, 69), epithelial cells in our system were naive with
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regard to pathogen sensing and this would also apply if primary
rather than H358 cells had been used. Therefore, enhancement of
directional migration of MV-infected DCs would have to rely on
tonicmediators and polarization of the respective receptors to the
DC leading edge. Mediators released from bronchial epithelial
cells under homeostatic conditions are barely defined. Rather
than S1P, these include IL-8, or lipophilic factors which have
mainly studied with regard to induction of hypo-responsiveness
of epithelial and immune cells in the respiratory tract (70). IL-8
also acts as chemoattractant, and though not shown for epithelial
cells, can be induced in response to S1P (71). Therefore, targeted
disruption of potentially interesting genes in our H358-Cas9
cells will be informative to evaluate the role of gene products
produced constitutively or in response to infected DCs in
enhanced MV-DC migration, efficiency of conjugate formation
and transmission in a 3D environment in future experiments.
DATA AVAILABILITY
All datasets generated for this study are included in the
manuscript and/or the Supplementary Files.
ETHICS STATEMENT
The use of human material was approved by the ethical
committee of the Medical Faculty of the University
of Wuerzburg.
AUTHOR CONTRIBUTIONS
SD, AK, LJ, FS, and LP did the experiments, MSt, BK, MSa, SS-S,
and EA conceived the study and the manuscript, SD, EA, and
SS-S wrote the manuscript.
FUNDING
This work was supported by a grant from the Deutsche
Forschungsgemeinschaft (DFG GRK 2157; 3D Tissue Models
for Studying Microbial Infections by Human Pathogens to SS-S,
MSa and MSt). This publication was funded by the German
Research Foundation (DFG) and the University of Wuerzburg in
the funding program Open Access Publishing.
ACKNOWLEDGMENTS
We thank Jürgen Schneider-Schaulies, Dagmar Meyer-zu-
Heringdorf, and Matthias Schweinlin for helpful discussion,
and Charlene Boertlein and Philipp Kible for excellent
technical assistance.
SUPPLEMENTARY MATERIAL
The Supplementary Material for this article can be found
online at: https://www.frontiersin.org/articles/10.3389/fimmu.
2019.01294/full#supplementary-material
REFERENCES
1. Izquierdo-Useros N, Naranjo-Gomez M, Erkizia I, Puertas MC,
Borras FE, Blanco J, et al. HIV and mature dendritic cells: Trojan
exosomes riding the Trojan horse? PLoS Pathog. (2010) 6:e1000740.
doi: 10.1371/journal.ppat.1000740
2. Abendroth A, Kinchington PR, Slobedman B. Varicella zoster virus immune
evasion strategies. Curr Topics Microbiol. Immunol. (2010) 342:155–71.
doi: 10.1007/82_2010_41
3. Avota E, Koethe S, Schneider-Schaulies S. Membrane dynamics and
interactions in measles virus dendritic cell infections. Cell Microbiol. (2013)
15:161–9. doi: 10.1111/cmi.12025
4. Guerra FM, Bolotin S, Lim G, Heffernan J, Deeks SL, Li Y, et al. The basic
reproduction number (R0) of measles: a systematic review. Lancet Infect Dis.
(2017) 17:e420–e8. doi: 10.1016/S1473-3099(17)30307-9
5. Schneider-Schaulies S, Klagge IM, ter Meulen V. Dendritic cells and
measles virus infection. Curr Topics Microbiol Immunol. (2003) 276:77–101.
doi: 10.1007/978-3-662-06508-2_4
6. Servet-Delprat C, Vidalain PO, Valentin H, Rabourdin-Combe C. Measles
virus and dendritic cell functions: how specific response cohabits with
immunosuppression. Curr Topics Microbiol Immunol. (2003) 276:103–23.
doi: 10.1007/978-3-662-06508-2_5
7. Griffin DE. Measles virus-induced suppression of immune responses.
Immunol Rev. (2010) 236:176–89. doi: 10.1111/j.1600-065X.2010.00925.x
8. de Swart RL, Ludlow M, de Witte L, Yanagi Y, van Amerongen G, McQuaid
S, et al. Predominant infection of CD150+ lymphocytes and dendritic cells
during measles virus infection of macaques. PLoS Pathog. (2007) 3:e178.
doi: 10.1371/journal.ppat.0030178
9. Lemon K, de Vries RD, Mesman AW, McQuaid S, van Amerongen G, Yuksel
S, et al. Early target cells of measles virus after aerosol infection of non-human
primates. PLoS Pathog. (2011) 7:e1001263. doi: 10.1371/journal.ppat.1001263
10. de Witte L, de Vries RD, van der Vlist M, Yuksel S, Litjens M, de Swart RL,
et al. DC-SIGN and CD150 have distinct roles in transmission of measles
virus from dendritic cells to T-lymphocytes. PLoS Pathog. (2008) 4:e1000049.
doi: 10.1371/journal.ppat.1000049
11. Muhlebach MD, Mateo M, Sinn PL, Prufer S, Uhlig KM, Leonard VH, et al.
Adherens junction protein nectin-4 is the epithelial receptor for measles virus.
Nature. (2011) 480:530–3. doi: 10.1038/nature10639
12. Noyce RS, Bondre DG, Ha MN, Lin LT, Sisson G, Tsao MS, et al. Tumor cell
marker PVRL4 (Nectin 4) is an epithelial cell receptor for measles virus. PLoS
Pathog. (2011) 7:e1002240. doi: 10.1371/journal.ppat.1002240
13. Frenzke M, Sawatsky B, Wong XX, Delpeut S, Mateo M, Cattaneo R, et al.
Nectin-4-dependent measles virus spread to the cynomolgus monkey tracheal
epithelium: role of infected immune cells infiltrating the lamina propria. J
Virol. (2013) 87:2526–34. doi: 10.1128/JVI.03037-12
14. Leonard VH, Sinn PL, Hodge G, Miest T, Devaux P, Oezguen N, et al. Measles
virus blind to its epithelial cell receptor remains virulent in rhesus monkeys
but cannot cross the airway epithelium and is not shed. J Clin Invest. (2008)
118:2448–58. doi: 10.1172/JCI35454
15. Allen IV, McQuaid S, Penalva R, Ludlow M, Duprex WP, Rima BK.
Macrophages and dendritic cells are the predominant cells infected in measles
in humans.mSphere. (2018) 3:e00570-17. doi: 10.1128/mSphere.00570-17
16. Ludlow M, de Vries RD, Lemon K, McQuaid S, Millar E, van Amerongen G,
et al. Infection of lymphoid tissues in the macaque upper respiratory tract
contributes to the emergence of transmissible measles virus. J Gen Virol.
(2013) 94(Pt 9):1933–44. doi: 10.1099/vir.0.054650-0
17. Ludlow M, Lemon K, de Vries RD, McQuaid S, Millar EL, van Amerongen
G, et al. Measles virus infection of epithelial cells in the macaque upper
respiratory tract is mediated by subepithelial immune cells. J Virol. (2013)
87:4033–42. doi: 10.1128/JVI.03258-12
18. Delpeut S, Sawatsky B, Wong XX, Frenzke M, Cattaneo R, von Messling
V. Nectin-4 interactions govern measles virus virulence in a new model
Frontiers in Immunology | www.frontiersin.org 12 June 2019 | Volume 10 | Article 1294
Derakhshani et al. MV Infection Enhances DC 3D-Migration
of pathogenesis, the squirrel monkey (Saimiri sciureus). J Virol. (2017)
91:e02490-16. doi: 10.1128/JVI.02490-16
19. Singh BK, Hornick AL, Krishnamurthy S, Locke AC, Mendoza CA, Mateo M,
et al. The Nectin-4/afadin protein complex and intercellular membrane pores
contribute to rapid spread of measles virus in primary human airway epithelia.
J Virol. (2015) 89:7089–96. doi: 10.1128/JVI.00821-15
20. Singh BK, Li N, Mark AC, Mateo M, Cattaneo R, Sinn PL. Cell-to-cell contact
and nectin-4 govern spread of measles virus from primary human myeloid
cells to primary human airway epithelial cells. J Virol. (2016) 90:6808–17.
doi: 10.1128/JVI.00266-16
21. Koethe S, Avota E, Schneider-Schaulies S. Measles virus transmission
from dendritic cells to T cells: formation of synapse-like interfaces
concentrating viral and cellular components. J Virol. (2012) 86:9773–81.
doi: 10.1128/JVI.00458-12
22. Abt M, Gassert E, Schneider-Schaulies S. Measles virus modulates chemokine
release and chemotactic responses of dendritic cells. J Gen Virol. (2009) 90(Pt
4):909-14. doi: 10.1099/vir.0.008581-0
23. Fugier-Vivier I, Servet-Delprat C, Rivailler P, Rissoan MC, Liu YJ, Rabourdin-
Combe C. Measles virus suppresses cell-mediated immunity by interfering
with the survival and functions of dendritic and T cells. J Exp Med. (1997)
186:813–23. doi: 10.1084/jem.186.6.813
24. Servet-Delprat C, Vidalain PO, Bausinger H, Manie S, Le Deist F,
Azocar O, et al. Measles virus induces abnormal differentiation of CD40
ligand-activated human dendritic cells. J Immunol. (2000) 164:1753–60.
doi: 10.4049/jimmunol.164.4.1753
25. Sewald X. Visualizing viral infection in vivo by multi-photon intravital
microscopy. Viruses. (2018) 10: E337. doi: 10.3390/v10060337
26. SteinkeM, Gross R,Walles H, Gangnus R, Schütze K,Walles T. An engineered
3D human airway mucosa model based on an SIS scaffold. Biomaterials.
(2014) 35:7355–62. doi: 10.1016/j.biomaterials.2014.05.031
27. Chandorkar P, Posch W, Zaderer V, Blatzer M, Steger M, Ammann
CG, et al. Fast-track development of an in vitro 3D lung/immune
cell model to study Aspergillus infections. Sci. Rep. (2017) 7:11644.
doi: 10.1038/s41598-017-11271-4
28. Ding PS, Wu HM, Fang L, Wu M, Liu RY. Transmigration and
phagocytosis of macrophages in an airway infection model using
four-dimensional techniques. Am J Resp Cell Mol. (2014) 51:1–10.
doi: 10.1165/rcmb.2013-0390TE
29. Ran FA, Hsu PD, Wright J, Agarwala V, Scott DA, Zhang F. Genome
engineering using the CRISPR-Cas9 system. Nat Protocol. (2013) 8:2281–308.
doi: 10.1038/nprot.2013.143
30. Baker PJ, Masters SL. Generation of genetic knockouts in myeloid cell lines
using a lentiviral CRISPR/Cas9 system.Methods Mol Biol. (2018) 1714:41–55.
doi: 10.1007/978-1-4939-7519-8_3
31. Hashimoto K, Ono N, Tatsuo H, Minagawa H, Takeda M, Takeuchi K,
et al. SLAM (CD150)-independent measles virus entry as revealed by
recombinant virus expressing green fluorescent protein. J Virol. (2002)
76:6743–9. doi: 10.1128/JVI.76.13.6743-6749.2002
32. Fayyaz S, Henkel J, Japtok L, Kramer S, Damm G, Seehofer D, et
al. Involvement of sphingosine 1-phosphate in palmitate-induced insulin
resistance of hepatocytes via the S1P2 receptor subtype. Diabetologia. (2014)
57:373–82. doi: 10.1007/s00125-013-3123-6
33. Lutz MB, Strobl H, Schuler G, Romani N. GM-CSF Monocyte-derived cells
and langerhans cells as part of the dendritic cell family. Front Immunol. (2017)
8:1388. doi: 10.3389/fimmu.2017.01388
34. Wacleche VS, Tremblay CL, Routy JP, Ancuta P. The biology of monocytes
and dendritic cells: contribution to HIV pathogenesis. Viruses. (2018) 10:E65.
doi: 10.3390/v10020065
35. Cheong C, Matos I, Choi JH, Dandamudi DB, Shrestha E, Longhi
MP, et al. Microbial stimulation fully differentiates monocytes to DC-
SIGN/CD209(+) dendritic cells for immune T cell areas.Cell. (2010) 143:416–
29. doi: 10.1016/j.cell.2010.09.039
36. Bieback K, Lien E, Klagge IM, Avota E, Schneider-Schaulies J,
Duprex WP, et al. Hemagglutinin protein of wild-type measles virus
activates toll-like receptor 2 signaling. J Virol. (2002) 76:8729–36.
doi: 10.1128/JVI.76.17.8729-8736.2002
37. Klagge IM, ter Meulen V, Schneider-Schaulies S. Measles virus-
induced promotion of dendritic cell maturation by soluble mediators
does not overcome the immunosuppressive activity of viral
glycoproteins on the cell surface. Eur J Immunol. (2000) 30:2741–50.
doi: 10.1002/1521-4141(200010)30:10<2741::AID-IMMU2741>3.0.CO;2-N
38. Schnorr JJ, Xanthakos S, Keikavoussi P, Kampgen E, ter Meulen V, Schneider-
Schaulies S. Induction of maturation of human blood dendritic cell precursors
by measles virus is associated with immunosuppression. Proc Natl Acad Sci
USA. (1997) 94:5326–31. doi: 10.1073/pnas.94.10.5326
39. Harrington H, Cato P, Salazar F, Wilkinson M, Knox A, Haycock JW,
et al. Immunocompetent 3D model of human upper airway for disease
modeling and in vitro drug evaluation. Mol Pharm. (2014) 11:2082–91.
doi: 10.1021/mp5000295
40. Shishkova Y, Harms H, Krohne G, Avota E, Schneider-Schaulies S. Immune
synapses formed with measles virus-infected dendritic cells are unstable
and fail to sustain T cell activation. Cell Microbiol. (2007) 9:1974–86.
doi: 10.1111/j.1462-5822.2007.00928.x
41. Bretou M, Saez PJ, Sanseau D, Maurin M, Lankar D, Chabaud M, et al.
Lysosome signaling controls the migration of dendritic cells. Sci Immunol.
(2017) 2:eaak9573. doi: 10.1126/sciimmunol.aak9573
42. Lammermann T, Bader BL, Monkley SJ, Worbs T, Wedlich-Soldner R, Hirsch
K, et al. Rapid leukocyte migration by integrin-independent flowing and
squeezing. Nature. (2008) 453:51–5. doi: 10.1038/nature06887
43. Barbier L, Saez PJ, Attia R, Lennon-Dumenil AM, Lavi I, Piel M, et al.
Myosin II activity is selectively needed for migration in highly confined
microenvironments in mature dendritic cells. Front Immunol. (2019) 10:747.
doi: 10.3389/fimmu.2019.00747
44. Sanchez-Madrid F, Serrador JM. Bringing up the rear: defining the roles of the
uropod. Nat Rev Mol Cell Biol. (2009) 10:353–9. doi: 10.1038/nrm2680
45. Lammermann T, Renkawitz J, Wu X, Hirsch K, Brakebusch C, Sixt M. Cdc42-
dependent leading edge coordination is essential for interstitial dendritic cell
migration. Blood. (2009) 113:5703–10. doi: 10.1182/blood-2008-11-191882
46. Vijayan M, Seo YJ, Pritzl CJ, Squires SA, Alexander S, Hahm B. Sphingosine
kinase 1 regulates measles virus replication. Virology. (2014) 450–51:55–63.
doi: 10.1016/j.virol.2013.11.039
47. Takuwa Y, Okamoto Y, Yoshioka K, Takuwa N. Sphingosine-1-phosphate
signaling in physiology and diseases. Biofactors. (2012) 38:329–37.
doi: 10.1002/biof.1030
48. Pyne NJ, Pyne S. Sphingosine 1-phosphate and cancer.Nat Rev Cancer. (2010)
10:489–503. doi: 10.1038/nrc2875
49. Servet-Delprat C, Vidalain PO, Azocar O, Le Deist F, Fischer A,
Rabourdin-Combe C. Consequences of Fas-mediated human dendritic
cell apoptosis induced by measles virus. J Virol. (2000) 74:4387–93.
doi: 10.1128/JVI.74.9.4387-4393.2000
50. Vidalain PO, Azocar O, Lamouille B, Astier A, Rabourdin-Combe C, Servet-
Delprat C. Measles virus induces functional TRAIL production by human
dendritic cells. J Virol. (2000) 74:556–9. doi: 10.1128/JVI.74.1.556-559.2000
51. Taylor MP, Koyuncu OO, Enquist LW. Subversion of the actin
cytoskeleton during viral infection. Nat Rev Microbiol. (2011) 9:427–39.
doi: 10.1038/nrmicro2574
52. Bohn W, Rutter G, Hohenberg H, Mannweiler K, Nobis P.
Involvement of actin filaments in budding of measles virus: studies
on cytoskeletons of infected cells. Virology. (1986) 149:91–106.
doi: 10.1016/0042-6822(86)90090-5
53. Dietzel E, Kolesnikova L, Maisner A. Actin filaments disruption and
stabilization affect measles virus maturation by different mechanisms. Virol
J. (2013) 10:249. doi: 10.1186/1743-422X-10-249
54. Duprex WP, McQuaid S, Rima BK. Measles virus-induced disruption of the
glial-fibrillary-acidic protein cytoskeleton in an astrocytoma cell line (U-251).
J Virol. (2000) 74:3874–80. doi: 10.1128/JVI.74.8.3874-3880.2000
55. Muller H, Hofer S, Kaneider N, Neuwirt H, Mosheimer B, Mayer G, et
al. The immunomodulator FTY720 interferes with effector functions of
human monocyte-derived dendritic cells. Eur J Immunol. (2005) 35:533–45.
doi: 10.1002/eji.200425556
56. Bryan AM, Del Poeta M. Sphingosine-1-phosphate receptors and innate
immunity. Cell Microbiol. (2018) 20:e12836. doi: 10.1111/cmi.12836
57. Sassoli C, Pierucci F, Tani A, Frati A, Chellini F, Matteini F, et al. Sphingosine
1-phosphate Receptor 1 is required for MMP-2 function in bone marrow
mesenchymal stromal cells: implications for cytoskeleton assembly and
proliferation. Stem Cells Int. (2018) 2018:5034679. doi: 10.1155/2018/5034679
Frontiers in Immunology | www.frontiersin.org 13 June 2019 | Volume 10 | Article 1294
Derakhshani et al. MV Infection Enhances DC 3D-Migration
58. Qi Y, Wang W, Chen J, Dai L, Kaczorowski D, Gao X, et al. Sphingosine
Kinase 1 Protects hepatocytes from lipotoxicity via down-regulation
of IRE1alpha protein expression. J Biol Chem. (2015) 290:23282–90.
doi: 10.1074/jbc.M115.677542
59. Brunner JM, Plattet P, Doucey MA, Rosso L, Curie T, Montagner A, et
al. Morbillivirus glycoprotein expression induces ER stress, alters Ca2+
homeostasis and results in the release of vasostatin. PLoS ONE. (2012)
7:e32803. doi: 10.1371/journal.pone.0032803
60. Ciplys E, Samuel D, JuozapaitisM, Sasnauskas K, Slibinskas R. Overexpression
of human virus surface glycoprotein precursors induces cytosolic unfolded
protein response in Saccharomyces cerevisiae.Microb Cell Fact. (2011) 10:37.
doi: 10.1186/1475-2859-10-37
61. Lallemand C, Blanchard B, Palmieri M, Lebon P, May E, Tovey MG. Single-
stranded RNA viruses inactivate the transcriptional activity of p53 but
induce NOXA-dependent apoptosis via post-translational modifications of
IRF-1, IRF-3 and CREB. Oncogene. (2007) 26:328–38. doi: 10.1038/sj.onc.
1209795
62. Avota E, Gulbins E, Schneider-Schaulies S. DC-SIGN mediated
sphingomyelinase-activation and ceramide generation is essential for
enhancement of viral uptake in dendritic cells. PLoS Pathog. (2011)
7:e1001290. doi: 10.1371/journal.ppat.1001290
63. Gault CR, Obeid LM, Hannun YA. An overview of sphingolipid metabolism:
from synthesis to breakdown. Adv Exp Med Biol. (2010) 688:1-23.
doi: 10.1007/978-1-4419-6741-1_1
64. Riol-Blanco L, Sanchez-Sanchez N, Torres A, Tejedor A, Narumiya S, Corbi
AL, et al. The chemokine receptor CCR7 activates in dendritic cells two
signaling modules that independently regulate chemotaxis and migratory
speed. J Immunol. (2005) 174:4070–80. doi: 10.4049/jimmunol.174.7.4070
65. Leithner A, Eichner A, Muller J, Reversat A, Brown M, Schwarz J, et al.
Diversified actin protrusions promote environmental exploration but are
dispensable for locomotion of leukocytes. Nat Cell Biol. (2016) 18:1253-9.
doi: 10.1038/ncb3426
66. Ridley AJ. Life at the leading edge. Cell. (2011) 145:1012–22.
doi: 10.1016/j.cell.2011.06.010
67. Cougoule C, Lastrucci C, Guiet R, Mascarau R, Meunier E, Lugo-Villarino
G, et al. Podosomes, but not the maturation status, determine the protease-
dependent 3d migration in human dendritic cells. Front Immunol. (2018)
9:846. doi: 10.3389/fimmu.2018.00846
68. Bhowmick R, Derakhshan T, Liang Y, Ritchey J, Liu L, Gappa-Fahlenkamp
H. A novel three-dimensional human tissue-engineered lung model to
study influenza a infection. Tissue Eng Part A. (2018) 24:1468–1480.
doi: 10.1089/ten.tea.2017.0449
69. Braian C, Svensson M, Brighenti S, Lerm M, Parasa VR. A 3D human lung
tissue model for functional studies on mycobacterium tuberculosis infection.
J Vis Exp. (2015) 104. doi: 10.3791/53084
70. Weitnauer M, Mijosek V, Dalpke AH. Control of local immunity by airway
epithelial cells.Mucosal Immunol. (2016) 9:287–98. doi: 10.1038/mi.2015.126
71. Brunnert D, Piccenini S, Ehrhardt J, Zygmunt M, Goyal P.
Sphingosine 1-phosphate regulates IL-8 expression and secretion
via S1PR1 and S1PR2 receptors-mediated signaling in extravillous
trophoblast derived HTR-8/SVneo cells. Placenta. (2015) 36:1115–21.
doi: 10.1016/j.placenta.2015.08.010
Conflict of Interest Statement: The authors declare that the research was
conducted in the absence of any commercial or financial relationships that could
be construed as a potential conflict of interest.
Copyright © 2019 Derakhshani, Kurz, Japtok, Schumacher, Pilgram, Steinke, Kleuser,
Sauer, Schneider-Schaulies and Avota. This is an open-access article distributed
under the terms of the Creative Commons Attribution License (CC BY). The use,
distribution or reproduction in other forums is permitted, provided the original
author(s) and the copyright owner(s) are credited and that the original publication
in this journal is cited, in accordance with accepted academic practice. No use,
distribution or reproduction is permitted which does not comply with these terms.
Frontiers in Immunology | www.frontiersin.org 14 June 2019 | Volume 10 | Article 1294
